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9:10~9:20 B DE XKER: RE E (BFKPH)

9:20~10:56
BEEY

1. Yaw¥xawa/NXyhbRVEEN-BEFERHED Carnus orientalis Maa, 1968 £+ 5 Y FXA
NI W) RAB, FEQ/AIH) 2DV T

Carnus orientalis Maa (Diptera, Carnidae) found from Ryukyu scops owl (Otus elegans Cassin) in Okinawa,

Japan.

OFEAREY, IRAFRY, ALY O FLEEX-BR? ENX-BEZEY LX-RERE)

2. BERODOOMNRBFEMEKICEITHREEEE

Assignments and prospects to take measures for tsutsugamushi disease in Akita Prefecture.

OkBET Y, EALUV A Y, MEMET Y, £HBAKRT Y, THEZ D, RHEETF 2, HKER 2 OMEERE
RIRIELS-, IREKE)

3. ABEICETDINSIIVYIHERREROHAR
Contribution to the knowledge of the mosquito Ochlerotatus sticticus (Diptera: Culicidae) in Hokkaido.
OfF® thtth (LBEIIBETREN)

4. WEICBETLHTHEMEHRERBERAERL ) 7OSMRE

Tick surveillance for emerging relapsing fever spirochete, Borrelia miyamotoi, in Hokkaido.
OlmEH# D2, R T3 BF 29 thE Y FEEHLO, EF HY OBEH AIREX ILiEE
R, 9WAxX, MENEK, OBERH)

5. AFRICBHTIVI-DERRERURRERARR

A research on Ixodid ticks and the tick-borne pathogens in lwate Prefecture.

O#EHBATF Y, BRIFH Y, SHEHIEY, ABEAY, LNERD, BEE—1, 8% 2, ILHEH Y, FHRE
O, FN £ OEFERERBHAELU 22—, 2 ILOXFHEEREF, 3 B LR EEHRTEH)

6. H-BNBME~ORBELH £E LEHERFERBILEICOT

Laboratory diagnosis of acari-borne diseases for tularemia research in Japan.

OEREE - RBEF (RIR7 1 EFHERN)



7. BEERAOBBEICRHOAES2HHTXS5 5 H = Amblyomma testudinarium DFE (5§ 2#R)
A case of grazing cattle infestation with a Amblyomma testudinarium in Aomori prefecture (Second report) .
OFH #7Y, FURE?2 (O =UIHE- DEH 2 FRE DO LRBRE/RLER)

8. #LWRTHE & CHBLEIRD KX DI Borrelia HiA R A KR O 4T

Analysis of anti-Borrelia antibodies in dogs in Sapporo and surrounded area, Hokkaido, Japan

OBk Uittt  mAmAn  mIEe O & O SEBEXE BERRE? A UTIL - vy
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(1RE8 19 7°F 10:56~11:15)

11:15~12:15
FER1

9. LFRIAICETIREED Y I3 XTHEFREeRR

Seroprevalence survey of Toxoplasma gondii in swine in Northern Japan.

OWRNTmEFY AHAR 2, TETEA 2, EAKRE—2, WMEEEY (Q)BMTRKZEXRZFRRFRBEEE, 2) ShaT
REEZEHREFH)

10. RVRICHEITH FFVYTSAIBRICES [52)] OHBERODHE
Induction of core symptoms of depression by Toxoplasma gondii infection in mice.
OFJIEX, HEFB, mEHFEE, Motamed Elsayed Mahmoud (GFLGEEX - BREMEL 2 —)

11. E¥0 75 X< HR Babesia caballi & U Theileria equi BFRIMIKIZH Sh 2 EREEDMEIEGER
Study on tubular structure of erythrocytes infected with Babesia caballi and Theileria equi.

OWFRIEE D, BiFE= 2, KARIMED, BILERD, HAME?, E+EMBEY O FLEERZRERFARL
23—, 2 EEERRIAT)

12. Babesia microti & Babesia venatorum DEYTIDF ZIZH1T5 PCR IZ & 298 & B2 Hit
First PCR detection and genetic diversity of Babesia microti and Babesia venatorum in questing ticks in Mongolia
OTuvshintulga B., Sivakumar T., Yokoyama N. and Igarashi I. (National Research Center for Protozoan

Diseases, Obihiro University of Agriculture and Veterinary Medicine).

13. Calcium ions are involved in egress of Babesia bovis merozoites from bovine erythrocytes
Ehab MOSSAADY, Masahito ASADA?, Daichi NAKATANIY, Noboru INOUEY, Naoaki YOKOYAMAD, Osamu
KANEKO?, OShin-ichiro KAWAZUY (YNational Research Center for Protozoan Diseases, ?Institute of Tropical

Medicine, Nagasaki University)


http://www.weblio.jp/content/Amblyomma+testudinarium
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13:45~14:45
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14:45~15:45
FER 2

14. ISYTRRBICEITEHA— A FEEBE P82 DEN
Characterize of gametocytogenesis-related protein P82 in Malaria parasite.
OfFikizE, KW=, ROKTF, BHEE (LEX-EKEF4LR)

15. XS UZERF—H A 2— FDOPEREERFORE
Screening of peptides that interact with Plasmodium ookinete.

PHERA £, L P HYP 8, ORHARE (LEX - KEF4LR)

16. 7O U ETEMNSDT A —/33F DNA I EDOHEE
Establishment of Order Amoebida DNA extraction method from allophane soil.

OFJIAR Y, IUNFIEF 2, FRETEA D MEZE? (O hATAZREZEH, 2 ShAFTAZREREREVTRR)

17. BAETHO TLHEM S 58 L 1= Astronyxid group DJERTE Acanthamoeba sp.
Pathogenic Astronyxid group Acanthamoeba spp. isolated from Japanese soil.

OFETEA D, IWARIEF 2, ARAR D, REER 2, MEEE? (O hATKFEFHRBARREMNPRNE
¥, 2 BARTRFRZIRREFHRH)

18. K&V VT FRRY SHLMEKEBME LEEMIEBEOBAICEHT 25

Examples of ultraviolet light disinfection as a barrier to infection by Cryptosporidium at water treatment plants.

ORWIET (RRHF-FLEBWE)

(1RE8 20 7f 15:45~16:05)

16:05~17:17
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19. Setaria E#HD intermediate filament protein BEEFI A—=24
Sequence of the intermediate-filament protein gene of Setaria species.

EIRME D, MFERY, JIEREF Y, ILSEFY, HpRA2, FLsEH?, BHERY OLEX-BEFLER,
IRERHRERR)

20. SIREMBICERFESNA TV -ERIES(FERFRE
Parasitic diseases survey on parasitological collection preserved in Kushiro Zoo, Hokkaido, Japan.

EEREYD, SHELE? SRRA2, GRIBEY (Y BRX - B - BRRMRE, 2 JBHBYE)

21. biEERMESOFERR
Helminthes of Hokkaido-endemic amphibians.
OHRE #®' BINEX)

22. TX/ v Y RBREFHOLOHDAXOaY FO—)L
Dogs as the source of human alveolar echinococcosis
O/NKRED, £O#M—Y, NIEXD, HORZY, SHARED, BH=2 O BEH BRREE, 2 BNKE-B

2-1))

23. 4 ¥ FERSBICE TS Fasciola BB O S F R

Molecular phylogenetic analysis of the Fasciola spp. in eastern India.

ofkEED D, B (h)II) £EHA D, EAHH D, Uday Kumar Mohantal» 2, #1UJi ¥, T. Shantikumar Singh 9, &
HE 2 (Y BREXRFRFRESREFHRE, 2 5FKE - BEFLER, ¥ ELRPAERIAR, Y Department of

Microbiology Sikkim Manipal Institute of Medical Sciences)

24. HEFAy FBREILEICH TS Fasciola BOSFRFAEHT

Molecular characterization of Fasciola flukes from the Northeast Tibetan Plateau.

ofECRE V2, B(MI)INE EM Y, Mohanta Uday Kumar?, # B D, EAEH D, {RiEE EV2(VEFK B -BER
A8, 25FKIR-BPHRE)
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( )

Switching mechanism from asexual to sexual reproduction in planarians. Kobayashi, K.

Dugesia ryukyuensis OH Bdellocephala

brunnea ;
, Trp
, D-Trp L-Trp 500 .D-Trp
, D D
DAO . , D.ryukyuensis DAO Dr-DAO

Maezaweet al, 2014 . Dr-DAO

) DAO

Dr-DAO ,
, Dr-DAO , , D
, Dr-DAO . , D-Trp
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Carnus orientalis Maa, 1968

C ( , )

o ) 2) 3 (D 2 ;9 ) Carnus

orientalis Maa (Diptera, Carnidae) found from Ryukyu scops owl (Otus elegans Cassin) in Okinawa, Japan.

Iwasa, M., Sakamoto, N., Asahi, K.

Carnidae , Carnus
hemapterus Nitzsch, 1818 . , 2012
1 2mm
Carnidae , . ,

Carnus orientalis Maa, 1968 . ,

1) 1) 1) 1) 1) 2) 2) (D

s s s s ) s

2 ) Assignments and prospects to take measures for tsutsugamushi disease

)

in Akita Prefecture Sato, H., Shibata, C., Akino, W., Sato, Y., Saito, H., Abe, M., and Suto, T.

2013 5 15 ,

, 4 Kato )



3
o ( ) Contribution to the knowledge of the mosquito Ochlerotatus

sticticus (Diptera: Culicidae) in Hokkaido. Ito, T.

Ochlerotatus sticticus 1917 s
2010 7 , 1 2 ,
2010
) 18S rDNA
2014 8 10 s
18S rDNA , Gene Bank 1865bp . ,
2009 2011 8 2005 , 2009 , 2010 9 10
5 7
, ) 7 , 8
10 s
4 o 1,2) 3) 4) 5) 6) 1 (v 2) , 3
4 5 6) ) Tick surveillance for emerging relapsing fever spirochete, Borrelia

miyamotor, in Hokkaido. Kawabata, H., Konnai, S., Takano, A., Nakao, M., Ito, T. and Sato, K.

1995 Borrelia miyamotoi 2011 2013
B. miyamotor 2012
B. miyamotor Ixodes
Realtime-PCR DNA BSK-H
Ixodes ovatus 882 DNA
1. persulcatus 1546 24 DNA L
pavlovskyi 61 3 B. miyamotoi
BSK-H

B. miyvamotor
I persulcatus B. miyamotoi B. mivamotoi

I persulcatus

10



1) 1) 1 1) 1) 1) 2) 3)

’ ) s s s s s s

3) (D 2) 3) ) A

research on Ixodid ticks and the tick-borne pathogens in Iwate Prefecture. Kajita, H., Iwabuchi, K.,

Takahashi, M., Sato, N., Yamauchi, K., Saito, K., Takano, A., Kawabata,H., Uda, A. and Morikawa, S.

SFTS ,
, . 2013 6 ,
14 , ,
, Ixodes ovatus |. persulcatus l.nipponensis |. acutitarsus Haemaphysalis longicornisH.flava,
H,megaspinoséH.japonica H.kitaokai, H.concinna 2 10 .2013 , 2
H.megaspinosaH.flava SFTSV , 2014

, H. longicornis Borrelia miyamotoi

, l.ovatus B.japonica ,

6

( ) Laboratory diagnosis of acari-borne diseases for

tularemia research in Japan. Fujita, H. and Fujita, N.

1920 1950 80 10
1990 1999 4
1 2008 5 2013
2014 1
2013
SFTS
SFTS 2008 2014 1

11



Amblyomma testudinarium (

o D, 2 (D , 2 ) A case of grazing cattle

infestation with a Amblyomma testudinarium in Aomori prefecture (Second report). Terada, Y. and

Moriyama, Y.
Ymamaguti et al., 1971 58
2009 8
2013 7 3
16.5mmx 13mm,
768mg 32ha 80 10
5 10
10 6 2 3
2014 7
90km
2
g Borrelia

o 1) 1) 1 2) D(D 2)

(' )) Analysis of anti- Borrelia antibodies in dogs in Sapporo and surrounded area, Hokkaido,

Japan. Naganari Nakajima, Akiyo Ikegawa, Kotaro Matsumoto, Yasuaki Ichikawa and Hisashi Inokuma

Borrelia garinii 2 2011
Borrelia

Borrelia 65

Borrelia . 2012

14 3 314 BorrelialgG ELISA(Borrelia
Dog IgG, ELISA Kit, recomWell, Mikrogen)

10.8
8.2 14.5 14.3 9.9
16.7 % 7.8 12.6 10.4 11.7

Borrelia

12


http://www.weblio.jp/content/Amblyomma+testudinarium

1) 2) 2) 2) 1) ( 1)

2 ) Seroprevalence survey dbxoplasma gondii in swine in Northern Japan. Yamanouchi,

K., Arima, H., Aramachi, N,Sasaki, J., Inaba, T.

T. gondii )
1/3 , HIV ,
, . 20~23
3.7%(11/294) , )
) 481 , , B 7
) 3 ) ,
, 64 ( ) 6.0 (29/481) . ,
57 (24/427,95 (554 |
) . , 1962
) T. gondii
10
, , , Motamed Elsayed Mahmoud ( )

Induction of core symptoms of depression by 7Tboxoplasma gondiiinfection in mice. Nishikawa, Y., Fumiaki, I.,

Nishimura, M., Mahmoud, ME.

Toxoplasma gondii, in acute and chronic infections, exists in two distinct forms; immune-stimulating
tachyzoite and immune-encrypted bradyzoite. Brain and musculature are immune-privilege and
predilection sites for bradyzoite cyst formation. This study aimed to test the hypothesis that depression is
enhanced during tachyzoite stage and switched off during bradyzoite stage. BALB/c mice were injected with
1000 tachyzoites of cystogenic 7 gondii (PLK strain, ip). Behaviors and brain inflammatory cytokines and
monoamine levels were measured during acute, chronic stage and after reactivation of chronic stage by 14
days treatment with dexamethasone. Core symptoms of depression like anhedonia (reduced sucrose
preference), behavioral despair (increased immobility in forced swim test) and helplessness (increased
freezing after tone with no foot shock) were observed in tachyzoite and reactivated tachyzoite stages but not
during bradyzoite stage. In addition to elevated inflammatory cytokines, low brain serotonin level and high
kynurenine/tryptophan ratio were the consistent findings during tachyzoite/reactivated stages but not
during bradyzoite stage. On other hand, low dopamine level and enhanced dopamine turnover were found in
all stages. Collectively, our results suggest that tachyzoite-triggered inflammatory cytokine release and
associated low serotonin level due to tryptophan depletion could participate in developing core symptoms of

depression in mice.

13



Babesia caballi Theileria equi

11

I} 1) 2) 1) 1) 2) (D

’ ’ ) ) s

2 ) Study on tubular structure of erythrocytes infected with Babesia caballi and
Theileria equi. Yamane M., Miyazaki N., Ookubo K., Yokoyama N., Murata K. and Igarashi I.

Babesia caballi  Theileria (Babesia) equi

) ) 5 5 . T eq U]’
1 , B. caballi )
, SEM
, B. caballi , ,
, 3 , T equi
, , B. caballi ,
1 2 . , , T equi
b 3 b
5 Babesia microti  Babesia venatorum PCR
1

, , , (National

Research Center for Protozoan Diseases, Obihiro University of Agriculture and Veterinary Medicine). First
PCR detection and genetic diversity of Babesia microti and Babesia venatorum in questing ticks in Mongolia
Tuvshintulga B., Sivakumar T., Yokoyama N. and Igarashi I.

Human babesiosis is tick-borne disease, occurred in worldwide emerging, malaria-like symptomatic
disease caused by Babesia microti, B. divergence, B. venatorum (EU1) and B. duncani (WA1), and known as
a zoonosis. Especially, B. microti and B. divergence are abundant in US and Europe. Besides, B. venatorum
and B. duncani are recently described in scientific literature. More recently, B. microti was reported in
Russia federation and China. However, human babesiosis has not been reported in Mongolia. In this study,
questing ticks (n=219) were collected from 3 different provinces (Bayan-Olgii, Khovsgol, and Selenge) in
Mongolia in 2012 and 2013. Out of 219 ticks, 63 and 156 ticks were morphologically identified as Ixodes
persulcatus and Dermacentor nuttalli, respectively. Total DNA extracted from these tick samples were
screened for the detection of Babesia microti using previously described PCR primer set based on 185 rENA.
Subsequently, B. microti positive tick-DNA samples were sequenced and cloned. The sequencing analyses
confirmed that 9 tick-DNA samples were infected with B. microti. On the other hand, the sequences of 2
tick-DNA samples were identical to the 185 rRNA sequence of B. venatorum. In the phylogenetic tree, all
Mongolian B. microti 18S rENA sequences were found within Gray strain clade, which also included several
sequences from B. microti parasites isolated from human in USA and Germany. In addition, Mongolian B.
venatorum sequences formed a monophyletic clade together with the known sequences. In summary, the
present study detected the zoonotic Babesia parasites, B. microti and B. venatorum, for the first time in
Mongolia. Therefore, the future investigations in Mongolia should be access to detect these parasite species

in human.

14



Calcium ions are involved in egress of Babesia bovis merozoites from bovine erythrocytes

13
o Mossaad, E.,?, Asada, M.,?, Nakatani, D.,?, Inoue, N.,?, Yokoyama, N.,V, Kaneko, 0.2 and
Kawazu, S.9* ( UNational Research Center for Protozoan Diseases, Obihiro University of Agriculture and
Veterinary Medicine, Obihiro, Hokkaido 080-8555, Japan 2Institute of Tropical Medicine, Nagasaki

University, Sakamoto, Nagasaki 852-8523, Japan)

Bovine babesiosis is a livestock disease known to cause economic losses in endemic areas. The
apicomplexan parasite Babesia bovis is able to invade and destroy host’s erythrocytes leading to serious
pathologies of this disease, such as anemia and hemoglobinuria. Understanding therefore the egress
mechanisms of this parasite and its molecular components would help in designing new control strategies
against bovine babesiosis. In this study, the possible involvement of Ca2+ in the egress of B. bovis merozoites
from infected erythrocytes was investigated. The egress was artificially induced in vitro using calcium
ionophore (A23187) and thapsigargin (Tg) to increase Ca2* concentration in cytosol of the parasite cells. The
increase of intracellular Ca2* concentration by these treatments was confirmed using live cell Ca%* imaging
technique by confocal laser scanning microscopy. Based on the data presented here, we propose that a Ca2*

signalling pathway is involved in the egress of B. bovis merozoites.

P82
14 .
) , ) ( ) Characterize of
gametocytogenesis-related protein P82 in Malaria parasite. Ito, H., Fukamizu, K., Haraguchi, A.and Ikadai,

H.

2 , 66
Plasmodiunfalciparum 16 . P.fP82
, P82
P.fP82 N C 6 . , P.
falciparum Saponin streptolysin O parasitophorous vacuole
, P82 N , , C
, P82 2 , 3
, P.fP82 . , P. bergheiP82 P.
berghei , P.0P82

, P82 ,
, . , P82
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15
) , , ( ) Screening of peptides that interact

with Plasmodium ookinete. Shiroumaru, M., Yamanaka, M., Tanaka, M. and Ikadai, H.

Phage Display Peptide Library(PDPL) ,
Plasmodium berghei PDPL , 7

DNA

o ) 2) ) 2 (D 2

) s )

) Establishment of Order Amoebida DNA extraction method from allophane soil. Arima, H. ,

16

Yamanouchi, K. , Aramachi, N. and Inaba, T. ,

Acanthamoeba spp. ) )

9 (2012) ,
DNA ,
) , DNA . ,
DNA , ISOIL( ) DNA
DNA 2 , DNA
DNA , (PEG) , ISOIL(
) . , Acanthamoeba sp.(MK strain) . DNA
, A260/280 1.92, A260/230 1.63 DNA . DNA
PCR , JDP1/2 Primer , , MK
strain
) DNA
, 3 DNA PCR DNA
, PCR ,

16



Astronyxid group Acanthamoeba sp.
1) 2 1) 2 2), ( 1)

17

2 ) Pathogenic Astronyxid group Acanthamoeba spp. isolated from

Japanese soiblramachi, N.Yamanouchi, K.Arima, H.,Ida, T J.andInaba, T.

Acanthamoeba spp. ,
. Acanthamoebaspp. , , 3, T1~-T18 18
(2013) T4
T4 Acanthamoeba sp. , . ,

Acanthamoeba spp. . ,

, Acanthamoebasp. , ,
BALB/cAJclx ( BALB/c ,
C.B-17/Icr-scid/scidJcl ( SCID ) . , BALB/c
40% (4/10) , SCID 0% (0/10) . T17 T18

99%, 96~97%
, Acanthamoeba sp. ,
, Acanthamoeba spp.

Acanthamoeba sp. ,

18

( ) Examples of ultraviolet light disinfection as a barrier to infection

by Cryptosporidium at water treatment plants. Izumiyama, S.

2010 , 27,000
) . , 2012

1996 ;
0.1 . , 2007 . ,

, 2004 :

Catgkill-Delaware ,
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19 Setaria intermediate filament protein
1) 1) 1) 1 2) 2) D(D

, 2 ) Sequence of the intermediate-filament protein gene of Setaria species. Osaka,

Y., Hayashi, S., Kawabata, N., Yamasaki, A., Muranaka, M., Katayama, Y. and Ikadai, H.

Setaria ,

, . , Setaria Intermediate
filament protein (ifp) ,
S. digitataifp 525bp , S. digitata S. marshalli S.
equina  DNA PCR . 500bp
) 264bp 290bp 310bp
DNA , PCR
, 500bp . S. digitata
, , Setaria
, Setaria
20 v 2, 2 o D(D / ) )

Parasitic diseases survey on parasitological collection preserved in Kushiro Zoo, Hokkaido, Japan. Sado, A.,

Yoshino, T., Shimura, R. and Asakawa, M.

C(26460513)
) . 1992 2014

, / ; | Diphyllobothrium sp.,
Baylisascaris transfuga, /Sarcoptes scabiei, Toxocara canis, IS. scabiei, Toxocara tanuki,
Ixodes ovatus, Trichodectes canis, /Tbxascaris leonina, Ixodes sp. ,

/Anisakinae gen. spp., | Parascaris equorum,
/Trichostongyloidea fam. gen. spp., ( ) Dammalinia sp., / Bovicola
caprae, [ Monophyllus anisus. ,
( ),

18



21
Helminthes of Hokkaide@&ndemicamphibiansNakao, M.

30 ,

, DNA mns,
coxl, 28S rDNA . ,
Acanthocephalusp. Cosmocercoidesp.,Oswaldocruziasp.,Rhabdiassp. Polystomasp. ,

Acanthocephalusp. Cosmocercoidesp. Phyllodistomunsp.

’ ’ )

, Apharyngostrigeasp.

22 1) 1) 1) 1 1) 2 (D 2)

) Dogs as the source of human alveolar echinococcosis. Yagi, K., Kouguchi H., Irie, T.,

Uraguchi, K.,Takahashi, T. and Oku, Y.

2014 ;
(2003 ) 2 ,

Nonaka et al. 2009 , 0.4%

’ . ’
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Fasciola
o D2 () 2, 1,2 Uday Kumar Mohanta?: 2, 3, T. Shantikumar
Singh¥, 2 (v , 2 , 9 , ¥ Sikkim Manipal Institute of Medical
Sciences) Molecular phylogenetic analysis of the Fasciola spp. in eastern India. Hayashi, K.,

Seki-Ichikawa, M., Shoriki, T., Mohanta, U., K., Sugiyama, H., Shantikumar Singh, T. and Itagaki, T.

23

Fasciola gigantica

’ ) ) 148
, . DNA , DNA  pepck, pold
DNA  nadl , multiplex PCR , PCR-RFLP
. nadl ,
, pepck pold , 117 F gigantica, 34
, F gigantica 33 , , s
F gigantica
94 Fasciola
o) D2 ( ) D, Mohanta Uday Kumar?, D, D, D2 (D

, 2 ). Molecular characterization of Fasciola flukes from the

Northeast Tibetan Plateau. Tang, W.Q., Ichikawa-Seki, M., Mohanta, U.K., Hayashi, K., Shoriki, T. and
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